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TAGCGGCGTACCGGCT-2
GTCACCTTCGCCAGAC-2
CATGTTTGTAATGCAA-2
CACCTGTTCAACACGT-2
ATGTCGAGTGTGAGGT-2
AAACTCGAGCAGGACT-1
AGCTATGTCCCGCAAG-1
ACAGAAAAGTGATCTC-2
GCCAGCATCAGTGGTT-2
CTACTTAAGAGTGGAA-2
ACAGCGCCAGTGCTCG-1
GCAGCTGCACAGGTAG-1
AGCGTATGTGCTTACA-2
TGGCCTTTCATCGCCT-2
AAATGCCTCTTCACTA-1
AGCCAGCTCCAGGTAT-2
ATGTTTCTCCACGAGC-2
TTGCAGAAGCGCATTT-1
GCAGCTGTCTCCTTGG-2
TATGTTCCATTAGCAC-1
TTGTTGTCACCTGGTG-1
CTTGTCGTCCTGGGAC-1
TGTTAGGAGCTGAATA-1
GCAGCTGTCACTAGGT-1
CGATGATGTCAGTGCC-1
CAGGATTGTCGAGAAC-2
GGCATTACAGTTCGGC-1
TGTAAGCTCCACCTAC-1
GAAATGAGTTGGACGA-1
ATGTCTTGTTGTGAGG-1
ACGTGGCCACAGTTAC-2
CTGCTCACAAGCGGTA-2
CACCTTGTCCATCGAA-2
GTCACGGCAGACTAAA-1
GAACTTGGTGCTAGTT-1
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